SEQUENCE LISTING 



<1X0> lyiargolis, David M, 
Romerio , Fabio 
Coullr Jason J, 

cl20> HIV TRMSCRIPTION REPRESSOR COMPLEX AND COMPOSITIONS AND METHODS 
BASED THEREON 

<130> 5470-451 

<140> US 09/611,949 
<141> 2000-07-06 

<150> PCT/US98/00574 
<151> 1998-01-13 

<150> US 60/036,242 
<151> 1997-01-23 

<160> 7 

<170> Patentin version 3.3 

<210> 1 
<211> 200 
<212> DNA 

<213> Human iuimunodef iciency virus 
<400> X 

caagggactt tccgctgggg actttccagg gaggcgtggc ctgggcggga ctggggagtg 60 
gcgagccctc agatgctgca tataagcagc tgctttttgc ctgtactggg tctctctggt 120 
tagaccagat ttgagcctgg gagctctctg gctaactagg gaacccactg cttaagcctc 180 
aataaagctt gccttgagtg 200 



<210> 2 

<211> 2353 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> {241} . . (1482) 

<400> 2 

cgccgagacg agcagcggcc gagcgagcgc gggcgcgggc gcaccgaggc gagggaggcg 60 

gggaagcccc gccgccgccg ccccgcccgc cccttccccc gccgcccgcc ccctctcccc 12 0 

ccgcccgctc gccgccttcc tccctctgcc ttccttcccc acggccggcc gcctcctcgc 180 

ccgcccgccc gcagccgagg agccgaggcc gccgcggccg tggcggcgga gccctcagcc 240 



1 



atg gcc teg ggc gac acc etc tac ate gcc acg gac ggc teg gag atg 2 88 

Met Ala Ser Gly Asp Thr Leu Tyr lie Ala Thr Asp Gly Ser Glu Met 
15 10 15 

ccg gcc gag ate gtg gag ctg cac gag ate gag gtg gag acc ate ccg 336 
Pro Ala Glu lie Val Glu Leu His Glu lie Glu Val Glu Thr lie Pro 
20 25 30 

gtg gag acc ate gag acc aca gtg gtg ggc gag gag gag gag gag gac 384 
Val Glu Thr He Glu Thr Thr Val Val Gly Glu Glu Glu Glu Glu Asp 
35 40 45 

gac gac gac gag gac ggc ggc ggt ggc gac cac ggc ggc ggg ggc ggc 432 
Asp Asp Asp Glu Asp Gly Gly Gly Gly Asp His Gly Gly Gly Gly Gly 
50 55 60 

cac ggg cac gcc ggc cac cac cac cac cac cat cac cac cac cac cac 48 0 

His Gly His Ala Gly His His His His His His His His His His His 
65 70 75 80 



ccg ccc atg ate get ctg cag ccg ctg gtc acc gac gac ccg acc cag 
Pro Pro Met He Ala Leu Gin Pro Leu Val Thr Asp Asp Pro Thr Gin 
85 90 95 



tac att gaa caa acg ctg gtc acc gtg gcg geg gcc ggc aag age ggc 
Tyr He Glu Gin Thr Leu Val Thr Val Ala Ala Ala Gly Lys Ser Gly 
145 150 155 160 



gcg ggc ggg cgc ggc gcc gac ccg ggc aac aag aag tgg gag cag aag 
Ala Gly Gly Arg Gly Ala Asp Pro Gly Asn Lys Lys Trp Glu Gin Lys 
195 200 205 



528 



gtg cac cac cac cag gag gtg ate ctg gtg cag acg cgc gag gag gtg 576 
Val His His His Gin Glu Val He Leu Val Gin Thr Arg Glu Glu Val 
100 105 110 

gtg ggc ggc gac gac teg gac ggg ctg cgc gee gag gac ggc ttc gag 624 
Val Gly Gly Asp Asp Ser Asp Gly Leu Arg Ala Glu Asp Gly Phe Glu 
115 120 125 

gat cag att etc ate ccg gtg ccc gcg ccg gcc ggc ggc gac gac gae 672 
Asp Gin He Leu He Pro Val Pro Ala Pro Ala Gly Gly Asp Asp Asp 
130 135 140 



720 



ggc ggc ggc teg teg teg teg gga ggc ggc cgc gtc aag aag ggc ggc 768 
Gly Gly Gly Ser Ser Ser Ser Gly Gly Gly Arg Val Lys Lys Gly Gly 
165 170 175 

ggc aag aag age ggc aag aag agt tac etc age ggc ggg gcc ggc gcg 815 
Gly Lys Lys Ser Gly Lys Lys Ser Tyr Leu Ser Gly Gly Ala Gly Ala 
180 185 190 



864 



cag gtg cag ate aag acc ctg gag ggc gag ttc teg gtc acc atg tgg 912 
Gin Val Gin He Lys Thr Leu Glu Gly Glu Phe Ser Val Thr Met Trp 
210 215 220 



2 



tec tea gat gaa aaa aaa gat att gac cat gag aca gtg gtt gaa gaa 960 
Ser Ser Asp Glu Lys Lys Asp lie Asp His Glu Thr Val Val Glu Glu 
225 230 235 240 

cag ate att gga gag aac tea cct ect gat tat tea gaa tat atg aca 1008 
Gin lie He Gly Glu Asn Ser Pro Pro Asp Tyr Ser Glu Tyr Met Thr 
245 250 255 

gga aag aaa ctt ect cct gga gga ata cct ggc att gac etc tea gat 1056 
Gly Lys Lys Leu Pro Pro Gly Gly He Pro Gly He Asp Leu Ser Asp 
260 265 270 

cec aaa caa ctg gca gaa ttt get aga atg aag cca aga aaa att aaa 1104 
Pro Lys Gin Leu Ala Glu Phe Ala Arg Met Lys Pro Arg Lys He Lys 
275 280 2S5 

gaa gat gat get cca aga aea ata get tgc cct cat aaa ggc tgc aca 1152 
Glu Asp Asp Ala Pro Arg Thr He Ala Cys Pro His Lys Gly Cys Thr 
290 29S 300 

aag atg ttc agg gat aac teg gcc atg aga aaa eat ctg cac ace eac 1200 
Lys Met Phe Arg Asp Asn Ser Ala Met Arg Lys His Leu His Thr His 
305 310 315 320 

ggt eec aga gtc cac gtc tgt gea gaa tgt ggc aaa get ttt gtt gag 1248 
Gly Pro Arg Val His Val Cys Ala Glu Cys Gly Lys Ala Phe Val Glu 
325 330 335 



agt tea aaa eta aaa cga cac caa ctg gtt cat act gga gag aag ccc 
Ser Ser Lys Leu Lys Arg His Gin Leu Val His Thr Gly Glu Lys Pro 
340 345 350 



1296 



ttt cag tgc acg ttc gaa ggc tgt ggg aaa cgc ttt tea ctg gae ttc 1344 
Phe Gin Cys Thr Phe Glu Gly Cys Gly Lys Arg Phe Ser Leu Asp Phe 
355 360 365 

aat ttg cgc aca cat gtg cga ate cat acc gga gae agg ccc tat gtg 13 92 
Asn Leu Arg Thr His Val Arg He His Thr Gly Asp Arg Pro Tyr Val 
370 375 380 

tgc ccc ttc gat ggt tgt aat aag aag ttt get cag tea act aac ctg X440 
Cys Pro Phe Asp Gly Cys Asn Lys Lys Phe Ala Gin Ser Thr Asn Leu 
385 390 395 400 

aaa tct cac ate tta aea cat get aag gee aaa aac aac cag 1482 
Lys Ser His He Leu Thr His Ala Lys Ala Lys Asn Asn Gin 
405 410 

tgaaaagaag agagaagacc ettctcgacc acgggaagca tcttccagaa gtgtgattgg 1542 

gaataaatat gcctctectt tgtatattat ttctaggaag aattttaaaa atgaatecta 1602 

caeacctaag ggaeatgttt tgataaagta gtaaaaatta aaaaaaaaaa actttaetaa 1662 

gatgacattg ctaagatgct ctatcttgct ctgtaatcte gtttcaaaaa cacagtgttt 1722 

ttgtaaagtg tggtcceaac aggaggacaa tteatgaact tcgeatcaaa agacaattct 1782 



3 
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tgtattgaat 
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atgtgattta 


atagtgttaa 


tcaatttaaa 


cccattttag 


tcactttttt 


tttccaaaaa 


2202 


aatactgcca 


gatgctgatg 


ttcagtgtaa 


tttctttgcc 


tgttcagtta 


cagaaagtgg 


2262 


tgctcagttg 


tagaatgtat 


tgtacctttt 


aacacctgat 


gtgtacatcc 


catgtaacag 


2322 


aaagggcaac 


aataaaatag 


caatcctaaa 


g 






2353 



<210> 3 

<211> 414 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Ala Ser Gly Asp Thr Leu Tyr lie Ala Thr Asp Gly Ser Glu Met 
15 10 15 

Pro Ala Glu lie Val Glu Leu His Glu He Glu Val Glu Thr He Pro 
20 25 30 

Val Glu Thr He Glu Thr Thr Val Val Gly Glu Glu Glu Glu Glu Asp 
35 40 45 

Asp Asp Asp Glu Asp Gly Gly Gly Gly Asp His Gly Gly Gly Gly Gly 
50 55 60 

His Gly His Ala Gly His His His His His His His His His His His 
65 70 75 80 

Pro Pro Met He Ala Leu Gin Pro Leu Val Thr Asp Asp Pro Thr Gin 
85 90 95 

Val His His His Gin Glu Val He Leu Val Gin Thr Arg Glu Glu Val 
100 105 110 



Val Gly Gly Asp Asp Ser Asp Gly Leu Arg Ala Glu Asp Gly Phe Glu 
115 120 125 



Asp Gin lie Leu lie Pro Val Pro Ala Pro Ala Gly Gly Asp Asp Asp 
130 135 140 



Tyr lie Glu Gin Thr Leu Val Thr Val Ala Ala Ala Gly Lys Ser Gly 
145 150 155 160 



Gly Gly Gly Ser Ser Ser Ser Gly Gly Gly Arg Val Lys Lys Gly Gly 
165 170 175 



Gly Lys Lys Ser Gly Lys Lys Ser Tyr Leu Ser Gly Gly Ala Gly Ala 
180 185 190 



Ala Gly Gly Arg Gly Ala Asp Pro Gly Asn Lys Lys Trp Glu Gin Lys 
X95 200 205 



Gin Val Gin lie Lys Thr Leu Glu Gly Glu Phe Ser Val Thr Met Trp 
210 215 220 



Ser Ser Asp Glu Lys Lys Asp He Asp His Glu Thr Val Val Glu Glu 
225 230 235 240 



Gin He He Gly Glu Asn Ser Pro Pro Asp Tyr Ser Glu Tyr Met Thr 
245 250 255 



Gly Lys Lys Leu Pro Pro Gly Gly He Pro Gly He Asp Leu Ser Asp 
260 265 270 



Pro Lys Gin Leu Ala Glu Phe Ala Arg Met Lys Pro Arg Lys He Lys 
275 280 235 



Glu Asp Asp Ala Pro Arg Thr He Ala Cys Pro His Lys Gly Cys Thr 
290 295 300 



Lys Met Phe Arg Asp Asn Ser Ala Met Arg Lys His Leu His Thr His 
305 310 315 320 



Gly Pro Arg Val His Val Cys Ala Glu Cys Gly Lys Ala Phe Val Glu 
325 330 335 



Ser Ser Lys Leu Lys Arg His Gin Leu Val His Thr Gly Glu Lys Pro 



5 



340 



345 



350 



Phe Gin Cys Thr Phe Glu Gly Cys Gly Lys Arg Phe Ser Leu Asp Phe 
2BS 360 365 



Asn Leu Arg Thr His Val Arg lie His Thr Gly Asp Arg Pro Tyr Val 
370 375 380 



Cys Pro Phe Asp Gly Cys Asn Lys Lys Phe Ala Gin Ser Thr Asn Leu 
385 390 395 400 



Lys Ser His He Leu Thr His Ala Lys Ala Lys Asn Asn Gin 
405 410 



<210> 4 

<:211> 2418 

<212> WA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (692) . . (2197) 








<400> 4 
gaggacgcca 


tgattggttg gcgctggggc 


ggcggacggt ggaagggcct ggcgagtcta 


60 


ggttttacgc 


ctgtgctgga 


ctttctcctt 


ccatgtttcc aggccgtggg gggctacaga 


120 


gggcgagaag 


tcggctcagc 


ggaaacctgg 


atttggttct aagccgtggg gttgagaagg 


180 


ggtgaccgga 


agtgatcgtg 


ggactgaccg 


gaagcgaggc ctggagggga aagagagagc 


240 


gagacctggg 


agggaggggg 


cctccagcag 


aaaggggcgg gggaaaaggt gcaaaagcag 


300 


cgtgggagcg 


ccgggctggc 


ttcctgcggc 


tgctgctggt ctgactggga agcagcaagc 


360 


caccactacg 


aactctcaag 


aggagtggga 


gtgcgggagt ccagagctgc ctctgggaag 


420 


tctgcagtag 


ttgagcaaag 


gggtcctcac 


gttcctgaga gctgggcagg ggggattttg 


480 


gaacctgggg 


cagccaagaa 


cgagcagcca 


agggtacggg agattagttg tgcacagagc 


540 


agtgctggtc 


gggcttgggg gtggctggtg ggcactgcgt gggaaacctt ggtttgtagt 


600 


tttcttggtt 


tgcgttactc ctgttgggta gaattaccct ccgcgccttt gtacaagaca 


660 


cggtgtctcc 


tggggcaagg 


aaggagccag 


g atg gcc tgg get ctg aag ctg 


712 



Met Ala Trp Ala Leu Lys Leu 
1 5 

cct ctg gcc gac gaa gtg att gaa tec ggg ttg gtg cag gac ttt gat 



6 



Pro Leu Ala Asp Glu Val lie Glu Ser Gly Leu Val Gin Asp Phe Asp 
10 15 20 



get age ctg tec ggg ate ggc cag gaa ctg ggt get ggt gee tat age 
Ala Ser Leu Ser Gly He Gly Gin Glu Leu Gly Ala Gly Ala Tyr Ser 
25 30 35 



808 



atg agt gat gtc ctt gca ttg ccc att ttt aag caa gaa gag teg agt 856 
Met Ser Asp Val Leu Ala Leu Pro lie Phe Lys Gin Glu Glu Ser Ser 
40 45 50 55 

ttg cct cct gat aat gag aat aaa ate ctg cet ttt eaa tat gtg ctt 904 
Leu Pro Pro Asp Asn Glu Asn Lys He Leu Pro Phe Gin Tyr Val Leu 
60 65 70 

tgt get get ace tet cea gca gtg aaa etc eat gat gaa acc eta aeg 952 
Cys Ala Ala Thr Ser Pro Ala Val Lys Leu His Asp Glu Thr Leu Thr 
75 80 85 

tat etc aat eaa gga cag tct tat gaa att cga atg eta gac aat agg 1000 
Tyr Leu Asn Gin Gly Gin Ser Tyr Glu He Arg Met Leu Asp Asn Arg 
90 95 100 

aaa ett gga gaa ett cea gaa att aat ggc aaa ttg gtg aag agt ata 1048 
Lys Leu Gly Glu Leu Pro Glu He Asn Gly Lys Leu Val Lys Ser He 
105 110 115 

tte cgt gtg gtg ttc cat gac aga agg ctt cag tac act gag cat cag 1096 
Phe Arg Val Val Phe His Asp Arg Arg Leu Gin Tyr Thr Glu His Gin 
120 125 130 135 

cag eta gag ggc tgg agg tgg aac cga cct gga gac aga att ctt gae 1144 
Gin Leu Glu Gly Trp Arg Trp Asn Arg Pro Gly Asp Arg He Leu Asp 
140 145 150 



ata gat ate ccg atg tct gtg ggt ata ate gat eet agg get aat cea 
He Asp He Pro Met Ser Val Gly He He Asp Pro Arg Ala Asn Pro 
155 160 165 

act caa eta aat aca gtg gag ttc ctg tgg gac cct gca aag agg aca 
Thr Gin Leu Asn Thr Val Glu Phe Leu Trp Asp Pro Ala Lys Arg Thr 
170 175 180 

tct gtg ttt att cag gtg cae tgt att age aca gag ttc act atg agg 
Ser Val Phe He Gin Val His Cys He Ser Thr Glu Phe Thr Met Arg 
185 190 195 



1192 



1240 



1288 



aaa cat ggc gga gaa aag ggg gtg cea ttc ega gta caa ata gat acc 133 6 

Lys His Gly Gly Glu Lys Gly Val Pro Phe Arg Val Gin He Asp Thr 
200 205 210 215 

ttc aag gag aat gaa aac ggg gaa tat act gag cac tta cae teg gcc 1384 
Phe Lys Glu Asn Glu Asn Gly Glu Tyr Thr Glu His Leu His Ser Ala 
220 225 230 

age tgc cag ate aaa gtt ttc aag ccc aaa ggt gca gac aga aag caa 1432 
Ser Cys Gin He Lys Val Phe Lys Pro Lys Gly Ala Asp Arg Lys Gin 



7 



235 



240 



245 



aaa acg gat agg gaa aaa atg gag aaa cga aca cct cat gaa aag gag 
Lys Thr Asp Arg Glu Lys Met Glu Lys Axg Thr Pro His Glu Lys Glu 
250 255 260 



1480 



aaa tat cag cct tec tat gag aca acc ata etc aca gag tgt tct cca 1528 
Lys Tyr Gin Pro Ser Tyr Glu Thr Thr lie Leu Thr Glu Cys Ser Pro 
265 270 275 

tgg CGc gag ate acg tat gtc aat aac tec cca tea cct ggc ttc aac 1575 
Trp Pro Glu lie Thr Tyr Val Asn Asn Ser Pro Ser Pro Gly Phe Asn 
280 285 290 295 

agt tec cat age agt ttt tct ett ggg gaa gga aat ggt tea cca aac 1624 
Ser Ser His Ser Ser Phe Ser Leu Gly Glu Gly Asn Gly Ser Pro Asn 
300 305 310 

cac cag cca gag cca cec cct cca gtc aca gat aac etc tta cca aca 1672 
His Gin Pro Glu Pro Pro Pro Pro Val Thr Asp Asn Leu Leu Pro Thr 
315 ^20 325 

acc aca cct cag gaa get cag cag tgg ttg cat cga aat cgt ttt tct 1720 
Thr Thr Pro Gin Glu Ala Gin Gin Trp Leu His Arg Asn Arg Phe Ser 
330 335 340 



aca ttc aca agg ctt ttc aca aac ttc tea ggg gca gat tta ttg aaa 
Thr Phe Thr Arg Leu Phe Thr Asn Phe Ser Gly Ala Asp Leu Leu Lys 
345 350 355 



ttg aca gaa aaa att get cag ctt ttc age att tec cct tgc cag ate 
Leu Thr Glu Lys lie Ala Gin Leu Phe Ser He Ser Pro Cys Gin He 
440 445 450 455 



1768 



tta act aga gat gat gtg ate caa ate tgt ggc cct gca gat gga ate 1816 
Leu Thr Arg Asp Asp Val He Gin He Cys Gly Pro Ala Asp Gly He 
360 365 370 375 

aga ctt ttt aat gca tta aaa ggc egg atg gtg cgt eca agg tta acc 1864 
Arg Leu Phe Asn Ala Leu Lys Gly Arg Met Val Arg Pro Arg Leu Thr 
380 385 390 

att tat gtt tgt cag gaa tea ctg cag ttg agg gag cag caa caa cag 1912 
He Tyr Val Cys Gin Glu Ser Leu Gin Leu Arg Glu Gin Gin Gin Gin 
395 400 405 

eag cag caa cag cag cag aag cat gag gat gga gac tea aat ggt act 1960 
Gin Gin Gin Gin Gin Gin Lys His Glu Asp Gly Asp Ser Asn Gly Thr 
410 415 420 

ttc ttc gtt tac eat get ate tat eta gaa gaa eta aca get gtt gaa 2006 
Phe Phe Val Tyr His Ala He Tyr Leu Glu Glu Leu Thr Ala Val Glu 
425 430 435 



2056 



age eag att tac aag eag ggg cca aca gga att cat gtg etc ate agt 2104 
Ser Gin He Tyr Lys Gin Gly Pro Thr Gly He His Val Leu He Ser 
460 465 470 



B 



gat gag atg ata cag aac ttt cag gaa gaa gca tgt ttt att ctg gac 2152 
Asp Glu Met He Gin Asn Phe Gin Glu Glu Ala Cys Phe He Leu Asp 
475 480 485 

aca atg aaa cag gaa acc aat gat age tat cat ate ata ctg aag 2197 
Thr Met hys Gin Glu Thr Asn Asp Ser Tyr His He He Leu Lys 
490 495 500 

taggagtgcg gcgtttcgtg cccagtggct gctccttcct teacetctga aaacggccct 2257 

cttgaagggg gatatgaatg gagatttgaa ggtctgcaag aacctgactc gtctgactgt 2317 

gtgtggagga gtccaggcca tggaggcaga atcctggccc tctgtgttgg cccaagctct 2377 

tgtggtacac acagagggcc aggattctgc ctccatggcc t 2418 



<210> S 

<211> 502 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Ala Trp Ala Leu Lys Leu Pro Leu Ala Asp Glu Val He Glu Ser 
15 10 15 



Gly Leu Val Gin Asp Phe Asp Ala Ser Leu Ser Gly He Gly Gin Glu 
20 25 30 



Leu Gly Ala Gly Ala Tyr Ser Met Ser Asp Val Leu Ala Leu Pro He 
35 40 45 



Phe Lys Gin Glu Glu Ser Ser Leu Pro Pro Asp Asn Glu Asn Lys He 
50 55 60 



Leu Pro Phe Gin Tyr Val Leu Cys Ala Ala Thr Ser Pro Ala Val Lys 
65 70 75 80 



Leu His Asp Glu Thr Leu Thr Tyr Leu Asn Gin Gly Gin Ser Tyr Glu 
85 90 95 



He Arg Met Leu Asp Asn Arg Lys Leu Gly Glu Leu Pro Glu He Asn 
100 105 110 



Gly Lys Leu Val Lys Ser He Phe Arg Val Val Phe His Asp Arg Arg 
115 120 125 



9 



Leu Gin Tyr Thr Glu His Gin Gin Leu Glu Gly Trp Arg Trp Asn Arg 
130 135 140 



Pro Gly Asp Arg lie Leu Asp He Asp He Pro Met Ser Val Gly He 
145 150 155 160 



He Asp Pro Arg Ala Asn Pro Thr Gin Leu Asn Thr Val Glu Phe Leu 
165 170 175 



Trp Asp Pro Ala Lys Arg Thr Ser Val Phe He Gin Val His Cys He 
180 1B5 190 



Ser Thr Glu Phe Thr Net Arg Lys His Gly Gly Glu Lys Gly Val Pro 
195 200 205 



Phe Arg Val Gin He Asp Thr Phe Lys Glu Asn Glu Asn Gly Glu Tyr 
210 215 220 



Thr Glu His Leu His Ser Ala Ser Cys Gin He Lys Val Phe Lys Pro 
225 230 235 240 



Lys Gly Ala Asp Arg Lys Gin Lys Thr Asp Arg Glu Lys Met Glu Lys 
245 250 255 



Arg Thr Pro His Glu Lys Glu Lys Tyr Gin Pro Ser Tyr Glu Thr Thr 
260 265 270 



He Leu Thr Glu Cys Ser Pro Trp Pro Glu He Thr Tyr Val Asn Asn 
275 280 285 



Ser Pro Ser Pro Gly Phe Asn Ser Ser His Ser Ser Phe Ser Leu Gly 
290 295 300 



Glu Gly Asn Gly Ser Pro Asn His Gin Pro Glu Pro Pro Pro Pro Val 
305 310 315 320 



Thr Asp Asn Leu Leu Pro Thr Thr Thr Pro Gin Glu Ala Gin Gin Trp 
325 330 335 



Leu His Arg Asn Arg Phe Ser Thr Phe Thr Arg Leu Phe Thr Asn Phe 
340 345 350 



Ser Gly Ala Asp Leu Leu Lys Leu Thr Arg Asp Asp Val He Gin He 
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355 



360 



365 



Cys Gly Pro Ala Asp Gly lie Arg Leu Phe Asn Ala Leu Lys Gly Arg 
370 375 380 



Met Val Arg Pro Arg Leu Thr He Tyr Val Cys Gin Glu Ser Leu Glix 
385 390 3BS 400 



Leu Arg Glu Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Lys His Glu 
405 410 415 



Asp Gly Asp Ser Asn Gly Thr Phe Phe Val Tyr His Ala lie Tyr Leu 
420 425 430 



Glu Glu Leu Thr Ala Val Glu Leu Thr Glu Lys He Ala Gin Leu Phe 
435 440 445 



Ser He Ser Pro Cys Gin He Ser Gin He Tyr Lys Gin Gly Pro Thr 
450 455 460 



Gly He His Val Leu He Ser Asp Glu Met He Gin Asn Phe Gin Glu 
465 470 475 480 



Glu Ala Cys Phe He Leu Asp Thr Met Lys Gin Glu Thr Asn Asp Ser 
485 490 495 



Tyr His He He Leu Lys 
500 



<210> 6 

<21X> 482 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Ala Gin Thr Gin Gly Thr Arg Arg Lys Val Cys Tyr Tyr Tyr Asp 
15 10 15 



Gly Asp Val Gly Asn Tyr Tyr Tyr Gly Gin Gly His Pro Met Lys Pro 
20 25 30 



His Arg He Arg Met Thr His Asn Leu Leu Leu Asn Tyr Gly Leu Tyr 
35 40 45 
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Arg Lys Met Glu lie Tyr Arg Pro His Lys Ala Asn Ala Glu Glu Met 
50 55 60 



Thr Lys Tyr His Ser Asp Asp Tyr lie Lys Phe Leu Arg Ser lie Arg 
65 70 75 80 



Pro Asp Asn Met Ser Glu Tyr Ser Lys Gin Met Gin Arg Phe Asn Val 
85 90 95 



Gly Glu Asp Cys Pro Val Phe Asp Gly Leu Phe Glu Phe Cys Gin Leu 
100 105 110 



Ser Thr Gly Gly Ser Val Ala Ser Ala Val Lys Leu Asn Lys Gin Gin 
115 120 125 



Thr Asp He Ala Val Asn Trp Ala Gly Gly Leu His His Ala Lys Lys 
130 135 140 



Ser Glu Ala Ser Gly Phe Cys Tyr Val Asn Asp He Val Leu Ala He 
145 150 155 160 



Leu Glu Leu Leu Lys Tyr His Gin Arg Val Leu Tyr He Asp He Asp 
165 170 175 



He His His Gly Asp Gly Val Glu Glu Ala Phe Tyr Thr Thr Asp Arg 
180 185 190 



Val Met Thr Val Ser Phe His Lys Tyr Gly Glu Tyr Phe Pro Gly Thr 
195 200 205 



Gly Asp Leu Arg Asp He Gly Ala Gly Lys Gly Lys Tyr Tyr Ala Val 
210 215 220 



Asn Tyr Pro Leu Arg Asp Gly He Asp Asp Glu Ser Tyr Glu Ala He 
225 230 235 240 



Phe Lys Pro Val Met Ser Lys Val Met Glu Met Phe Gin Pro Ser Ala 
245 250 255 



Val Val Leu Gin Cys Gly Ser Asp Ser Leu Ser Gly Asp Arg Leu Gly 
260 265 270 
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Cys Phe Asn Leu Thr lie Lys Gly His Ala Lys Cys Val Glu Phe Val 
275 280 285 



Lys Ser Phe Asn Leu Pro Met Leu Met Leu Gly Gly Gly Gly Tyr Thr 
290 295 300 



lie Arg Asn Val Ala Arg Cys Arg Thr Tyr Glu Thr Ala Val Ala Leu 
305 310 315 320 



Asp Thr Glu lie Pro Asn Glu Leu Pro Tyr Asn Asp Tyr Phe Glu Tyr 
325 330 335 



Phe Gly Pro Asp Phe Lys Leu His lie Ser Pro Ser Asn Met Thr Asn 
340 345 350 



Gin Asn Thr Asn Glu Tyr Leu Glu Lys He Lys Gin Arg Leu Phe Glu 
355 360 365 



Asn Leu Arg Met Leu Pro His Ala Pro Gly Val Gin Met Gin Ala He 
370 375 380 



Pro Glu Asp Ala He Pro Glu Glu Ser Gly Asp Glu Asp Glu Asp Asp 
385 390 395 400 



Pro Asp Lys Arg He Ser He Cys Ser Ser Asp Lys Arg He Ala Cys 
405 410 415 



Glu Glu Glu Phe Ser Asp Ser Glu Glu Glu Gly Glu Gly Gly Arg Lys 
420 425 430 



Asn Ser Ser Asn Phe Lys Lys Ala Lys Arg Val Lys Thr Glu Asp Glu 
435 440 445 



Lys Glu Lys Asp Pro Glu Glu Lys Lys Glu Val Thr Glu Glu Glu Lys 
450 455 460 



Thr Lys Glu Glu Lys Pro Glu Ala Lys Gly Val Lys Glu Glu Val Lys 
465 470 475 480 



Leu Ala 



<210> 7 
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<211> 2091 

<212> DNA 

<213> Homo sapiens 

<400> 7 
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cccaacccct cagattttat attttctatt tctctgtgta tttatataaa aatttattaa 162 0 

atataaatat ccccagggac agaaaccaag gccccgagct cagggcagct gtgctgggtg 168 0 

agctcttcca ggagccacct tgccacccat tcttcccgtt cttaactttg aaccataaag 174 0 

ggtgccaggt ctgggtgaaa gggatacttt tatgcaacca taagacaaac tcctgaaatg 18 00 

ccaagtgcct gcttagtagc tttggaaagg tgcccttatt gaacattcta gaaggggtgg 1860 

ctgggtcttc aaggatctcc tgtttttttc aggctcctaa agtaacatca gccattttta 1920 

gattggttct gttttcgtac cttcccactg gcctcaagtg agccaagaaa cactgcctgc 1980 

cctctgtctg tcttctccta attctgcagg tggaggttgc tagtctagtt tcctttttga 2040 

gatactattt tcatttttgt gagcctcttt gtaataaaat ggtacatttc t 2091 
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